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NOVEL BHLH TYPE TRANSCRIPTION FACTOR GENES 

DEC2 



hOEC2a 



0EC1 



MDEGIPHLQERQ— I LEHROFIGLDYSSLYMC-KPKRSMKR0-0TKOTYKLPHRLIEKKRR0RIN 61 

M-ERIPSAQPPPACLPKAPGLEHGDLPGMYPAHHYQVYKSRRGIKRSEDSKE7YKLPHRLIEKKRR0RIN 69 



ECIAQLKOLLPEHLRLTTLGHLEKAVVLELTLKHLKALTALTEQQHQKIIALQNG ERSLKSPIQSD 127 

ECIAQLKOLLPEHLKLTTLGHLEKAVVLELTLKHVKALTNLIDQQQQKIIALQSGLQAGELSGR-NVETG 138 



LDAFHSGFOTCAKEVLQYLSRFESWTPREPRCVQLINHLHAVATQFLPTPQUTQQVPLSKGTGA — PS 194 
QEMFCSGFOTCAREVLQYLAKHEN-T-RDLKSSOLVTHLHRWSELLQGGTSRKPSOPAPKVMDFXEKPS 206 



A-A-GSAAAPCLERAGQKLEPLAYCVPVIQRTQP-SAELAAENOTOTDSGYGGEAEARPO-R-E K- 254 

SPAKGSEG-P G-K-N — CVPVIQRTFAHSSGEQSGSDTDTDSGYGGESEKG-OLRSEQPCFKS 263 



— GK— GAGASRVTCKQEPPGEDSPAPK-RMKL-OSRGGG-SGGGPGGGAAAAAAALLGPOPAAAAALLR 317 
DHGRRFTMGERIGAIKQESE-E-PPTKKNRMQLSDDEGHFTSS 0 305 



POAALLSSLVAFGGGGGAPFP-QPAAAAAPFCLPFCFLSP-SAAAAYVQPFLOKSGLEKYLYPAAAAAPF 385 
USS—PFLG PHPHQP PFCLPF- YL I PPSATA-YL-PML EKCWYPTSV— P- 349 



PLLYPGIPAPAAAAAAAAAAAAAAAAFPCLSSVLSPPPEKAGAAAATLL-PHEVAPLGAPHPQHPHGRTH 454. 



Vl-YPGLNASAAA 



LSSFMNP— DKISA — PLLMPOR — L—PSP 



385 



LPFAGPREPGNPESSA— QE-OPSQPGK-EA-P 



LP-AHP SVOSSVLLQALKP IPPLNLETKO 



(Homology 43%) 



FIG. 1 



hDEC2a 
hOEC2b 

MDEGIPHLQERQLLEHRDFIGLDYSSLYMCKPKRSMKROOTK—OTYKLPHRLIEKKRRDRINECIAQLK 68 
MDEGIPHLQERQLLEHROFIGLDYSSLYHCKPKRSMKRDDTKVSOTYKLPHRLIEKKRRDRINECIAQLK 70 



DLLPEHLKLTTLGHLEKAWLELTLKHLKALTALTEQQHQKI IALQNGERSIKSP IQSOLDAFHSGFQTC 1 38 
OLLPEHLKLTTLGHLEKAVVLELTLKHLKALTALTEQQHQKI IALQNGERSIKSP IQSOLOAFHSGFGTC 140 



AKEVLQYLSRFESVfTPREPRCVQLINHLHAVATOFLPTPQLLTQQVPLSKGTGAPSAAGSAAAPCLERAG 208 
AKEVLQYLSRFESVTPREPRCVQLINHLHAVATQFLPTPQLLTQQVPLSKGTGAPSAAGSAAAPCLERAG 210 



QKLEPLAYCVPVIQRTOPSAELAAENDTOTDSGYGGEAEARPDREKGKGAGASRVTIKQEPPGEDSPAPK 278 
QKLEPLAYCVPVIQRTQPSAELAAENDTDTDSGYGGEAEARPDREKGKGAGASRVTIKQEPPGEDSPAPK 280 



RMKLOSRGGGSGGGPGGGAAAAAAALLGPOPAAAAALLRPOAALLSSLVAFGGGGGAPFPQPAAAAAPFC 348 
RMKLDSRGGGSGGGPGGGAAAAAAALLGPOPAAAAALLRPDAALLSSLVAFGGGGGAPFPQPAAAAAPFC 350 



LPFCFLSPSAAAAYVQPFLDKSGLEKYLYPAAAAAPFPLLYPGIPAPAAAAAAAAAAAAAAAAFPCLSSV 418 
LPFCFLSPSAAAAYVQPFLDKSGLEKYLYPAAAAAPFPLLYPGIPAPAAAAAAAAAAAAAAAAFPCLSSV 420 

LSPPPEKAGAAAATLLPHEVAPLGAPHPQHPHGRTHLPFAGPREPGNPESSAQEDPSQPGKEAP 482 
LSPPPEKAGAAAATLLPHEVAPLGAPHPQHPHGRTHLPFAGPREPGNPESSAQEDPSQPGKEAP 484 

FIG. 2 
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^\ Applicant(s): Katsumi Fujimoto et al.^^ 

NOVEL BHLH TYPE TRANSCRIPTION FACTOR GENES 
DEC2 



h0EC2a 
m0EC2a 



MDEGIPHLQERQLLEHRDFIGLDYSSLYMCKPKRSMKRDDTKOTYRLPHRLIEKKRRORINECIAQLKDL 70 
MOEGIPHLQERQLLEHRDFIGLDYSSLYMCKPKRSLKRDDTKOTYKLPHRLIEKKRRDRINECIAQLKDL 70 



LPEHLKLTTLGHLEKAWLELTLKHLKALTALTEQQHQKIIALQN6ERSLKSPIQSDLDAFHSGFQTCAK 140 
LPEHLKLTTLGHLEKAWLELTLKHLKALTALTEQQHQKIIALQNGERSLKSPVQAOLDAFHSGFQTCAK 140 



EVLQYLSRFESVTPREPRCVQL INHLHAVATQFtPTPQL LTQQVPLSK-GTG-AP-SAAGSAAAPCLERA 207 
EVLQYIARFESWTPREPRCAQLVSHLHAVATQLL-TPQ VP-SGRGSGRAPCSA-G-AAA A 1 96 



-GOKLEPLAYCVPVIQRTQPSAELAAEN0T0T0SGYGGEAEARP0REKGKGAGASRVTIKQEPPGE0S-P 275 
SGP— ERVARCVPVIQRTOPGTEP— EHDTDTDSGYGGEAE-QG-R A-A— V— KQEPPG-OSSP 249 



APKRMKLDSRGGGSGGGPGGGAAAAAAALLGPDPAAAAALLRPDAALLSSLVAFGGGGGAPFPQPAAAAA 345 
APKRPKLEARG ALLGPEPA LL — G SLVAL— GGGAPFAQPAAA— 288 



PFCLPFCFLSPSAAAAYVQPFLDKSGLEKYLYPAAAAAPFPLLYPGIPAPAAAAAAAAAAAAAAAAFPCL 415 
PFCLPFYLLSPSAAA-YVQPWLDKSGLDKYLYPAAAA-PFPLLYPGIPA AAAAAAAAAFPCL 348 



SSVLSPPPEKAGA-AAATLLPHEVAPLGAP-HPQHPHGRTHLPFAGPREPGNPESSAQEOPSOPGKEAP 482 
SSVLSPPPEKAGATAGAPFLAHEVAPPG-PLRPQHAHSRTHLPRAV NPESS-OEDATQPAKDAP 410 



FIG. 3 
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Applicant(s): Katsumi Fujimoto et al. 
NOVEL BHLH TYPE TRANSCRIPTION FACTOR GENES 
DEC2 



hOEC2a 
mOEC2a 
SHARP- 1 



MDE6IPHLQERQLLEHRDFIGLDYSSLYHCKPKRSHKR00TKDTYKLPHRLIEKKRR0RINECIAQLKDL 70 
MDE6IPHLQERQLLEHROFIGLDYSSLYMCKPKRSLKR00TKDTYKLPHRLIEKKRR0RINECIAQU0L 70 
MDEGIPHLQERQLLEHROFIGLOYSSLYMCKPKRSLKROOTKDTYKLPHRLIEKKRRORINECIAQLRDL 70 



LPEHLKLTTLGHIEKAWLELTLKHLKALTALTEQQHQKIIALQNGERSLKSPIQSOLDAFHSGFQTCAK 140 
LPEHLKLTTLGHLEKAWLELTLKHLKALTALTEQQHQKIIALQNGERSLKSPVQADLDAFHSGFQTCAK 140 
LPEHLKLTTLGHLEKAWLELTLKHLKALTALTEQQHQKI IALQNGERSLKSPVGADLDAFHSGFQTCAK 1 40 



EVLQYLSRFESWTPREPRCVQLINHLHAVATQFLPTPQLLTQOVPLSK-GTG-AP-SAAGSAAAPCLERA 207 

EVIQYLARFESWTPREPRCAQLVSHIHAVATQIL-TPQ VP-SGRGSGRAPCSA-G-AAA A 1 96 

EVLQYLARFEStfTPREPRCAQLVSHLHAVATQLL-TPQ VT-PGRGPGRAPCSA-G-AAA A 1 96 



-GQKLEPLAYCVPVIQRTQPSAELAAENOTDTOSGYGGEAEARPOREKGKGAGASRVTIKQEPPGEDS-P 275 

SGP— ERVARCVPVIQRTQPGTEP— EH0TDT0S6YGGEAE-QG-R A-A-V— KQEPPG-OSSP 249 

SGS — ERVARCVPVIQRTQPGTEP— EHDTDTOSGYGGEAE-QG-R A-A— V—KQEPPG-DPSL 249 



APKRMKLOSRGGGSGGGPGGGAAAAAAALLGPDPAAAAALLRPDAALLSSLVAFGGGGGAPFPQPAAAAA 345 

APKRPKLEARG ALLGPEPA LL — G SLVAL-GGGAPFAQPAAA- 288 

RPRG 253 



PFCLPFCFLSPSAAAAYVQPFLOKSGLEKYLYPAAAAAPFPLLYPGIPAPAAAAAAAAAAAAAAAAFPCL 415 
PFCLPFYLLSPSAAA-YVQPWLOKSGLORYLYPAAAA-PFPLLYPGIPA AAAAAAAAAFPCL 348 



SSVLSPPPEKAGA-AAATLLPHEVAPLGAP-HPQHPHGRTHLPFAGPREPGNPESSAQEDPSOPGKEAP 482 
SSVLSPPPEKAGATAGAPFLAHEVAPPG-PLRPQHAHSRTHLPRAV NPESS-OEDATQPAKOAP 410 

FIG. 4 



